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Sir, 

The battle between bugs and humans started more 
than a century ago. Both are evolving to maintain 
their existence. Humans won first when Alexander 
Fleming discovered the first weapon, Penicillin, 
which was proved as a destructor (Bramhastra) 
against the bugs in the battle. As days and years 
passed, the bugs upgraded themselves by undergo-
ing mutation in their structure to save themselves 
from antibiotics, commonly known as antimicrobial 
resistance.1 Simultaneously, humans also discovered 
various classes of antimicrobials thus adding newer 
members to the antimicrobial family. 

Drug resistance means the drug is neither able to in-
hibit bacterial growth nor able to kill the bacteria. 
Non-judicial and/or inappropriate use of antibiotics 
is responsible for the development of antibiotic re-
sistance.2 Superbugs have mutated to survive and 
have developed resistance to frequently used antibi-
otics. According to the CDC (Centre for Disease Con-
trol and Prevention), Multidrug-resistant organisms 
(MDRO) are those resistant to at least one antibiotic 
in three or more drug classes.3 

Healthcare-associated infections (HAIs), which are 
on the rise and are known to increase mortality, typ-
ically involve non-fermenting Gram-negative bacilli 
(NFGNBs).4 HAIs caused by NFGNBs include ventila-
tor-associated pneumonia, sepsis, wound infections, 
urinary tract infections, and meningitis following 
neurosurgery, etc. It's also important to note that 
such infections are more prevalent in immunocom-
promised patients.5 Utilization of invasive medical 
equipment, such as intravenous or urinary catheters, 
together with hospitalization in intensive care units 
are contributing to an increase in the prevalence of 
HAIs caused by Pseudomonas aeruginosa and Aci-
netobacter baumannii which are the two most com-
mon NFGNBs.6 A few other non-fermenters, their 
common infection, and other types of infections are 
listed in the table:1. 

The rapid rise of antimicrobial resistance in NFGNBs 
has recently become a global public health concern. 
The widespread use of antibiotics has resulted in the 
selection of strains that are resistant to several clas-
ses of antibiotics.7 Carbapenems, the last resort, are 
widely used to treat severe bacterial infections on an 
empirical basis and thus increasing the probability of 
therapeutic failure due to the advent of carbapenem- 
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Table 1: Non-Fermenter Gram-Negative Bacilli and infections caused by them 

Organism Most common infection Other infections 
Myroides species Catheter-associated urinary tract inf. Bloodstream infection 
Burkholderia cepacia complex  Ventilator-associated infection Cystic fibrosis, Respiratory tract inf. 
Stenotrophomonas maltophillia Bloodstream infection Respiratory tract infection 
Pseudomonas fluorescens Bloodstream infection Respiratory tract infection 
Pseudomonas putida Skin and soft tissue infection Bloodstream infection 
Ochrobactrum anthropi Central-line associated bloodstream inf. Brain empyema endophthalmitis 
Acromobacter xylosoxidance  Meningitis Endocarditis, Bloodstream infection 
Pseudomonas stutzeri Bloodstream infection Brain abscess, Meningitis 
Elizabathkingiia meningoseptica  Meningitis Bloodstream infection, Respiratory tract inf. 
 
resistant bacteria.8 For those carbapenem-resistant 
organisms, the only option available is polymyxins 
including colistin but few of them are intrinsically 
resistant to polymyxins too.9 Currently, newer com-
bination therapy is in practice like Ceftazidime + 
Avibactam along with Aztreonam, many of them ex-
hibit intrinsic resistance to one of the components of 
the combination, which reduces the therapeutic win-
dow and makes it challenging to treat these infec-
tions.10 In this situation, wait for death or go with the 
prolonged continuous infusion of the antibiotics 
which also drags the patient to the dead end. 

The situation becomes more challenging when a pa-
tient in the critical care unit gets coinfection with 
two such organisms at a time. In addition, clinicians 
must consider the patient's clinical status, medica-
tion nephrotoxicity, and bioavailability, location of 
the action, loading dose, and many other factors. Due 
to this condition, the patient's chances of survival are 
extremely low, and everything appears to be coming 
to an end. Fortunately, source removal can be used to 
treat HAIs.11 Sometimes infection therapy is required 
even after the source has been eliminated. In such a 
situation, combination therapy can be used to treat 
one of the uncommon non-fermenters, which only 
needs a short course of treatment, before treating 
another non-fermenter that requires a long course of 
treatment.12 Specimen could be sent for culture once 
more after 3–7 days of treatment, and if the unusual 
bacterium is not grown, we can omit the antibiotics 
used to treat it from the treatment plan. It could be 
helpful to save patients. There are few antibiotics 
under clinical trials, but this may take time.10,13,14 

Although we are unsure whether medications will be 
effective or not against both non-fermenters, we are 
optimistic that the illness caused by two MDR 
NFGNBs won't be fatal. There is one last ray of hope, 
medical scientists will discover newer options to 
treat the coinfection of two MDR NFGNBs. 
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